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BV F A7 B v 553 , (A5 G o F ORIt ok . [F)
i, E RO R B W B R B LB B A T
i g, Fk , MALDI #i R FAFHAMER
R ES TR, HAE B st s s TR DT, BAb,
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LA R AR B R B, B 5 B M PR A R 2%
BT LI AT R

5 RERiEER T (1) BB A Rk
B HATE R T SR R 40 75 1 6 DR ARG 0 ey iy A 7
BATERFEMER TonRER, OBRTRESE,
ATEERERNMRGEEA FEA A EA
LHAMMEHA, 2MmEEA—BHIUGEZRT
R8T 6 h FHAT F—H IR WEAE , 7 2 ~8 CTIREE
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55 Rk 248 B DNA ¥ B 00 52 (2%, U 2 i DNA
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FA TR NARFE 1 d, B FREBRRIIME A —IK
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AE L EEN TR R A 2T AR AR O R
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REAKHEFZE(ECFR) R BAER .5
ML 5 R EE R 2 A I 45t B A T R v A
A, 125K 1R IR i 8 A & o] L3
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Kl , B S A K E AW AU EA 5 C iR
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WYEBRER) ; R g (EHERKERBILRRIEE
RRRA) ;£ MM E(BEERE O _ERKAKKREST®
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